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abstract
We proposed a method for reconstructing a protein conformational
change from cryo-electron microscopy experimental data, referred
to as the “four-dimensional imaging technique” . It was found
through a simulation for a cryo—electron microscopy experiment of
adenylate kinase that its conformational change can be
reconstructed through the following procedure: (1) cryo—electron

microscopy experimental data (two-dimensional electron density




maps) were arranged in accordance with the conformational change
using the manifold learning; (2) wusing molecular dynamics
simulation data of adenylate kinase, the conformation
corresponding to a two—-dimensional electron density map was
obtained; and (3) using the obtained conformations and the result
of the manifold learning, the protein conformational change was

reconstructed.
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