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abstract

It is assumed that meat quality, such as tenderness, 1s not
absolutely determined by a single factor or gene, but rather 1is
ultimately determined by the complex interaction of many factors.
However, many of these factors remain unexplored. We have
identified candidate genes through our own “omics” research and
have been trying to establish a network that determines meat quality,
as well as genetic determinants of high—-quality meat, which is in
increasing demand worldwide. As one of the studies under this grant,

we have analyzed a protein that is presumed to be the key to the
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network, discovered a new function, and published the results in
an original research paper. Here, we would like to report on the

study with our gratitude for this grant.
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HROANADEFHEER EEZFLICBEELHEMNLET T, TRk THALKOR
WBEELAZLMOL2ABLTHS (EHRKEA - HHROABFERES M), RAICITHRE
FILERREEBRE VW) EERMELNSH L T, AREZEDRFTCROAZARDO 2L L
TEBWLWHEDZRERDZ LWV WHhEHEK - FRENDT O L IXAETEOE (quality
of life) E b EHEHELMBRIIHD, BVWLITHRRESLEFEV 2 LEOLFHRMEL 2D A TRK
(77 AF v =), A8, RELRLEOWHMNFEHEICL - TREIND, T2 TERMFED EXF
BTHLIRRNICERZDH T L, ARNFIHOHBAREERLETIAHTHY, TOHEIX
WG EZMK T o2HMBECITAEASND, MLLERNOEAE, WENEREEZ VT
WEAMERBEANTA—F =L LT, XL AEMEL7ZEEXOEMGT . FEME: H
NERO LRSS, MA@ AT ORE, bAIERET LD, TR
MR EEEEZHNT, BROBIZOWTEMMM»>HEICE RN ATREIZR 272 —F T,
ZHLELORBENOEMBEROLEEZREST L4 - K- BEONEMERE O & &HEE
COWTHEERPOREAAZRENLZNVWEEDLILZE2HG2 0V, ZZTRERNORNERER
FTHWERT DXy NV -2 0 EHRHEBEL TR EIMT2zED TE, ZTOWBTZEZDOX
y U =7 OEK T L L THESNTW DSBS Ceser2 IZH L T2 ORMREY O HF /-
REEEZHOLLICLEDO TUTHET S,

I 2 X LLAT, Ceser2 (IH4 Geapl4) % mRNA LR AL T 20 BICHB VW TREL., 2D
SR ERMEANTHUNE (MT) RIS L. 72 in vitro TMTfEREEE & T
Ll EamE LRI, Ceser2 EIRHBEEOEENL, 20X RITBEOTZED -,

MT O e NBE REBIL, fRx e MT R X v "7 BICkoTHIMIhTWVWD, EitosBy
~ A Ceser2 1T MT fiG X v X7 BHEOOED2ThHD, TOWBEILIZMARNDEDIT,
Cecser2 @ cDNAFR A L7-Mi AL M A BB R 7 ¥ — & EMmic —@MicEgE AL, HER
L—F—BHMEEL N TBELL, GEHOEHA. Ceser2 [T MT IZIFEF —#RICHEBTE L.

MOLZLL DM ITHRMBEIANAN TR o, 2NLHOT — XX, Uil cBEInzbo




[IJERANICHELETH- 7o, MTOHFMMKIT, ERLOZ O X /87 HIZ KD MT RGNS
XarlHftEasn, LrL7aaRnb, Ceser2 OFBNLEBAKWE Ebilts i wvy T,
Ceser2 [T MT R¥ 2 F L7 Fy MRoOEEZ R L, 208 8B IE. MRAO N M &K
S RN+ (MT-plus-end-tracking protein, +TIP) OEFAIWCEMB L TWwiz, + TIPs i
MT A X v R BEO—BT, MMRET DM OLMICHIET 5 [2], @ty v X7 8%
A S ® 72 Ceser2 (GFP-Ceser2) Z ML XA THIHAL TWIMBRO T A T A XA =D T b,
COF NI ERAaAy PROBEZER L2 MBEAZICBEH L TS I &N RS .

Ceser2 WH LWHTIP ThHhAHZ LR HERINT,
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WIT, +TIP & L TCOMREELZ TXZXATDHDAND=ALEH| T, Ceser2 X, 7 I/ BREFIC
BWTBEHO+TIPs L AERMRAIMEEZ RS2V, L2rL., TOF N7 BIZHEHB THRAF S
NEELEXOND 2HEEOBEMNICHEENREEL2S 2, (ORI XTF RET RO =
ANV Raf VEENZOBEO TH Y 7 by 2T Ik Tmank, (ii)2 2® SxIP £ F
—7 (arvrHx, (S/T)-x—(I/L)-P) BHFALL, ZOEF—7F, + TIPs DT NV —F
DOED, Thbb SxIP F U X I7HD M /KL ETH D3], AHICHEHL TIX, SxIP
BAHIICMZ T . ZORALOT I VBRERLIOEAFICEENDIZEBHRESNL TWVWD HTIP
ELTOHWBICHTL2INOOHBOFLEZM NS0, T a4V Fa A VEBER
KEIHET Ceser2 DERKZFRML, MIRICHA I T THEMEFTBELEL, LrL, 20
KBPIEFZZoZ2 X278 N MOELBEHMICEIEELL2» o7, TO@EBIE, MET S N
KD +TIPs MIOMEAEHICHHIA T2 s LRy, RIZ, SXIPEF— 755
2ODHEBER AT, MHOHEBAERKRSEL L, REZREKIZINTIZHEG LR 20 MK
BIZRIEFE-RICFET DI LR, 2 DOHEBO S L - FaREkIEDHE, WAL
VxS oD Ay PRBEI . W OEEA Ceser2 O +TIPHEREA X2 TV D
ZENREINT,

SxIP # o R EH A2 &% O+TIP X, EBL EMENDZ X N7 HEICHEAT D2 & T,
MT O E R ESATDIENTED, SXIPX U X7 EIE, EBBlLEAEXA~—DEKT D
CRM~Y v 7 ADORIZSxIPEF—7 2N LTEBLIEHEAT D3], 202D X7
2@ B SEZMIBICB T 5 Ceser2 & EBIOMAENZ M BEALZME T4 TOR
LB E TR N 72, Ceser2 & EBL O ILyh 3 BLZE S, Ceser2 2 SxIP ¥ U X7 EICR T %
TENZOERNL L IXFINT,

TTCIRRABR L LBVHAORDLOENIITH R FICLsTOHRTRTHRED O TIE




B, BEROZHR T PEREELEGE > TRENZBERNLE L TOBERREI LD LEE X
BILDMET DL Cese2 TMETH-> TH+TIERL Ceser2 N T HDMOREF & D
HEMEN,. 2TV Xy PV = BHETHAI EWVWH Z LIZRD, Al Ceser2 i & # v
7B ELTHEINT EBLIZTEEMBRICLELRE I TEHB Y [6], Ceser2 Xy h U —
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