EATINR DA Z AR LT B3 O PRDUL 3 KON ABCALS3
Bin T2 MAEBI LE~Y RET VO
FLR . AL KR e AR
B R G S AR B
KRS - 2 RIA. £ %

BZ b

ARWFZEIE, HEERIC THEATONE AN A Z W R L7ZEFHE O PRROBREFEZ M A FE LIt~ U A FE
THDHEN ] EWVWORBEHTLER, RRFICHESR LT I28EF2ELAET LI LeE
BOWVWELENWTEBYELEL, ToORD, AREETEIHFLVRELAZLZH L LET., M

THNHEFTEE IS WVERE A,

B
AT EIBE RN EE L BN A EREF D PRONTE L N ABCAI3E 6 T 12 & B EE T
HEL4 5 —HWELM (SNV) &2, R+ CRISPREZ W T C57BL/6 v 7 A DL

BrICHEAL, NIRKEEZITo72, IV TXHKWEZRMEDO~ Y X ITEBAHE L.

W

Mim Bz~ A 2HESELIZLICKILE, 208G AT~ 20T,
AR ZRERT 22 COMBIZHTED PHEL SNVRAEASRLTEBY ., A2 H A
ZHERTE T oTo, o, RERBIIRG CTHEIRMEENARETHD Z & &
R L, %, Zhoo~v 22 3 HRMARLEFREMN T, ETIIEE
BHOWFZMHAT H5TETH D,

abstract
We used the CRISPR method to introduce a single nucleotide variant (SNV)
frequently found in the PRDMI and ABCAI3 gene of patients who overcame
advanced ovarian cancer to gametes of C57BL/6 mice and performed in vitro
fertilization. We then transplanted embryos to mice of the same species

and obtained mice with preferable prognosis-related SNV described above




in all cells that constitute each individual. We could establish both
male and female gene recombinant mice and confirmed that they were
healthy and could have offspring. We will study the mechanisms for the

cure of advanced ovarian cancer using the 3rd generation offspring.
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(Top) DNA sequences of wildtype mouse (Bottom) DNA sequences of Mouse-1D-30.
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