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abstract

Telomeres positioned at human chromosomes consist of the same sequence of
nucleotides, namely TTAGGG, and can reach up to 10, 000 base pairs in length.
Telomerase is found at high levels in cancer cells. This enables cancer
cells to continue replicating themselves indefinitely. Information about
telomerase activity is available for cancer diagnosis. In this study,
luminescent m—conjugated polymers with cytosine (C) anchored groups, which
are complementary with guanine (G), were synthesized. Luminescence of the
polymers is expected to decrease through the interaction between C of the
polymers and G of telomeres. We apply this phenomenon to develop a system
that can determine the length of a considerable small amount of telomere

in short time.
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